Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.053; wR factor = 0.159; data-to-parameter ratio = 16.2.
In the crystal structure of the title compound [systematic name:
1-(2-hydroxyethyl)-2-methyl-5-nitro-1H-imidazol-3-ium perchlorate], 
Related literature
For metronidazole, see : Castelli et al. (2000) ; Contrerasa et al. (2009) . For a related structure, see : Wang et al. (2006) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Comment
Metronidazole is usually applied in the area of anaerobic protozoan and bacterial infections (Castelli et al., 2000) . Its solubility is low in water, so that its absorption is not easy in human body. To solve this problem and to increase its solubility in water, a kind of new strategy of protonated metronidazole has been studied though other methods have been developed in the area of medicine, for example, metal complexes (Contrerasa et al., 2009 ) and pharmaceutical co-crystals. However, cocrystals containing metronidazole has rarely been investigated. In this paper, we report the 1:1 salt formed by metronidazole and perchloric acid, (I).
A view of the title structure is shown in Fig. 1 . The H atom is transferred from the perchloric acid group to the imidazole N atom forming an 1:1 organic salt, which is similar to other organic salt published previously (Wang et al., 2006) . In the crystal structure, one-dimensional chains are formed via intermolecular O-H···O and N-H···O hydrogen bonds (Table   1 and Fig. 2 ).
Experimental
Metronidazole (1.71 g, 10 mmol) and 75% aqueous HClO 4 (2 ml) were mixed and dissolved in 10 ml water. The reaction mixture was stirred slowly to room temperature. The bar colourless crystals suitable for X-ray diffraction were obtained after two weeks. 1610, 1546, 1527, 1502, 1411, 1373, 1319, 1251, 1193, 1143, 1111, 1085, 1080, 1062, 037, 867, 831, 736, 671, 630, 559, 516 .
Refinement
All H atoms were located in a difference Fourier map. Oxygen-and nitrogen-bound H atoms were then refined as riding, with U iso (H) = 1.5U eq (O, N). Carbon-bound H atoms were positioned geometrically (C-H = 0.96 or 0.97 Å), and were included in the refinement in the riding-model approximation, with U iso (H) = 1.2U eq (C). Figures   Fig. 1 . The molecular structure of (I), with the atom numbering scheme. Displacement ellipsoids are drawn at the 30% probability level. Geometric parameters (Å, °) 
